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CCT 1 2 2D04 



SEQUENCE LISTING 



^<?'^<110> Donald L. Durden 



ADVANCED RESEARCH & TECHNOLOGY INSTITUTE 



<120> Compositions and Methods for Identifying 

Agents Which Modulate PTEN Function and PI-3 Kinase Pathways 



<130> 1857-P02575US2 

<140> 10/712,850 
<141> 2003-11-13 



<150> 09/870,379 
<151> 2001-05-30 

<150> 60/274,167 
<151> 2001-03-08 

<150> 60/208,437 
<151> 2000-05-30 

<160> 23 

<170> FastSEQ for Windows Version 3.0 



<210> 1 

<211> 1260 

<212> DNA 

<213> Homo sapiens 



<400> 1 

cttctgccat ctctctcctc ctttttcttc agccacaggc tcccagacat gacagccatc 60 

atcaaagaga tcgttagcag aaacaaaagg agatatcaag aggatggatt cgacttagac 12 0 

ttgacctata tttatccaaa tattattgct atgggatttc ctgcagaaag acttgaaggt 180 

gtatacagga acaatattga tgatgtagta aggtttttgg attcaaagca taaaaaccat 240 

tacaagatat acaatctatg tgctgagaga cattatgaca ccgccaaatt taactgcaga 300 

gttgcacagt atccttttga agaccataac ccaccacagc tagaacttat caaacccttc 360 

tgtgaagatc ttgaccaatg gctaagtgaa gatgacaatc atgttgcagc aattcactgt 420 

aaagctggaa agggacggac tggtgtaatg atttgtgcat atttattgca tcggggcaaa 480 

tttttaaagg cacaagaggc cctagatttt tatggggaag taaggaccag agacaaaaag 540 

ggagtcacaa ttcccagtca gaggcgctat gtatattatt atagctacct gctaaaaaat 600 

cacctggatt acagacccgt ggcactgctg tttcacaaga tgatgtttga aactattcca 660 

atgttcagtg gcggaacttg caatcctcag tttgtggtct gccagctaaa ggtgaagata 720 

tattcctcca attcaggacc cacgcggcgg gaggacaagt tcatgtactt tgagttccct 780 

cagccattgc ctgtgtgtgg tgatatcaaa gtagagttct tccacaaaca gaacaagatg 840 

ctcaaaaagg acaaaatgtt tcacttttgg gtaaatacgt tcttcatacc aggaccagag 900 

gaaacctcag aaaaagtgga aaatggaagt ctttgtgatc aggaaatcga tagcatttgc 960 

agtatagagc gtgcagataa tgacaaggag tatcttgtac tcaccctaac aaaaaacgat 1020 

cttgacaaag caaacaaaga caaggccaac cgatacttct ctccaaattt taaggtgaaa 1080 

ctatacttta caaaaacagt agaggagcca tcaaatccag aggctagcag ttcaacttct 1140 

gtgactccag atgttagtga caatgaacct gatcattata gatattctga caccactgac 1200 

tctgatccag agaatgaacc ttttgatgaa gatcagcatt cacaaattac aaaagtctga 1260 



<210> 2 

<211> 403 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Thr Ala lie lie Lys Glu lie Val Ser Arg Asn Lys Arg Arg Tyr 
15 10 15 
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Gly 


Phe 


Asp 


Leu 


Asp 


Leu 


Thr 


Tvr 


lie 


Tvr 


Pro 


Asn 


lie 








90 










25 










30 






J — L C 


Ala 


Met 


Gly 


Phe 


Pro 


Ala 


Glu 


Arcr 


Leu 


Glu 


Glv 


Val 


Tvr 


Arg 


Asn 






35 










40 










45 








Asn. 


lie 


Asp 


Asp 


Val 


Val 


Arcr 


Phe 


Leu 


Asp 


Ser 


Lys 


His 


Lys 


Asn 


His 




50 










55 










60 










Tyr 


Lys 


lie 


Tvr 


Asn 


Leu 


Cys 


Ala 


Glu 


Arg 


His 


Tyr 


Asp 


Thr 


Ala 


Lys 


65 










70 










75 










80 


Phe 


Asn 


Cys 


Arg" 


Val 


Ala 


Gin 


Tvr 


Pro 


Phe 


Glu 


Asp 


His 


Asn 


Pro 


Pro 










85 










90 










95 




Gin 


Leu 


Glu 


Leu 


lie 


Lys 


Pro 


Phe 


Cys 


Glu 


Asp 


Leu 


Asp 


Gin 


Trp 


Leu 








100 










105 










110 






Ser 


Glu 


Asp 


Asp 


Asn 


His 


Val 


Ala 


Ala 


lie 


His 


Cys 


Lvs 


Ala 


Gly 


Lys 






1 1 R 

-L J. ^ 










120 










125 








Cl \r 


Arg 






Val 


Met 


lie 


Cys 


Ala 


J. y J. 


Leu 


Leu 


His 


Arg 


Glv 


Lys 


X 3 u 










13 5 










140 










Phe 


Leu 


Lys 


AT ?i 


Gin 


Glu 


Ala 


Leu 


Asp 


Phe 


Tvr 


Glv 


Glu 


Val 


Arg 


Thr 


145 








150 










155 










160 






Lys 


Lys 


Gly 


Val 


Thr 


lie 


Pro 


Ser 


Gin 


Arcr 


Arg 


Tvr 


Val 


Tyr 






165 










170 










175 






lyi. 


Ser 


lyx 


Leu 


Leu 


Lys 


Asn 


His 


Leu 


Asp 


Tvr 


Ara 


Pro 


Val 


Ala 




180 










185 










190 






Leui 


Leu 


Phe 


His 


Lys 


Met 


Met 


Phe 


Glu 


Thr 


lie 


Pro 


Met 


Phe 


Ser 


Gly 






1 QR 

_L -7 -J 








200 










205 








Vj J. jr 


Thr 


v^yta 


Asn 


Pro 


Gin 


Phe 


Val 


Val 


Cys 


Gin 


Leu 


Lvs 


Val 


Lys 


lie 


91 n 

Z X U 








215 










220 










Tyr 




OCX 


Asn 


Ser 


Gly 


Pro 


Thr 


Arg 


Arg 


Glu 


Asp 


Lys 


Phe 


Met 


Tyr 


^ ^ ^ 










230 










235 










240 




\J J- Li. 


Phe 


Pro 


Gin 


Pro 


Leu 


Pro 


Val 


Cvs 


Glv 


Asp 


lie 


Lvs 


Val 


Glu 










245 










250 










255 




Phe 


Phe 


His 


Lys 


Gin 


Asn 


Lys 


Met 


Leu 


Lys 


Lys 


Asp 


Lys 


Met 


Phe 


His 








260 










265 










270 






Phe 




Val 


Asn 


Thr 


Phe 


Phe 


lie 


Pro 


Glv 


Pro 


Glu 


Glu 


Thr 


Ser 


Glu 




275 










280 










285 








j_iy s 


Val 


Glu 


Asn 


Rlv 


Ser 


Leu 


Cys 


Asp 


Gin 


Glu 


lie 


ASD 


Ser 


lie 


Cys 


290 










295 










300 












lie 


Glu 


Arg 


Ala 


Asp 


Asn 


Asp 


Lys 


Glu 


Tvr 


Leu 


Val 


Leu 


Thr 


Leu 


n R 

o u 








-J \j 










315 










320 


1 lix 


Lys 


Asn 






Asp 


Lys 


Ala 


Asn 


Lys 


Asp 


Lys 


Ala 


Asn 


Ara 


Tvr 








325 










330 










335 




Phe 


Ser 


Pro 


Asn 


Phe 


Lys 


Val 


Lys 


Leu 


Tyr 


Phe 


Thr 


Lys 


Thr 


Val 


Glu 








340 










345 










350 






Glu 


Pro 


Ser 


Asn 


Pro 


Glu 


Ala 


Ser 


Ser 


Ser 


Thr 


Ser 


Val 


Thr 


Pro 


Asp 






355 










360 










365 








Val 


Ser 


Asp 


Asn 


Glu 


Pro 


Asp 


His 


Tyr 


Arg 


Tyr 


Ser 


Asp 


Thr 


Thr 


Asp 




370 








375 










380 










Ser 


Asp 


Pro 


Glu 


Asn 


Glu 


Pro 


Phe 


Asp 


Glu 


Asp 


Gin 


His 


Ser 


Gin 


lie 


385 








390 










395 










400 


Thr 


Lys 


Val 





























<210> 3 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Asp Leu Asp Leu Thr Tyr lie Tyr Pro 
1 5 



<210> 4 
<211> 4 
<212> PRT 

<213> Homo sapiens 
<220> 
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<221> misc_f eature 

<222> (2) . . . (3) 

<223> Xaa = Any amino acid 

<400> 4 
Tyr Xaa Xaa Pro 
1 



<210> 5 
<211> 5 
<212> PRT 

<213> Homo sapiens 

<400> 5 
Tyr Phe Ser Pro Asn 
1 5 



<210> 6 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 6 
Tyr Leu Val Leu Thr Leu 
1 5 



<210> 7 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 7 
Tyr Ser Tyr Leu 
1 



<210> 8 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 8 
Tyr Arg Asn Asn lie Asp Asp 
1 5 



<210> 9 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 9 

His Cys Lys Ala Gly Lys Gly Arg 
1 5 



<210> 10 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 10 
Asp His Asn Pro Pro Gin 
1 5 
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<210> 11 
<211> 9 
<212> PRT 

<213> Homo sapiens 

<400> 11 

His Phe Trp Val Asn Thr Phe Phe lie 
1 5 

<210> 12 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Thr Leu Thr Lys Asn Asp Leu Asp Phe Thr Lys Thr Val 
15 10 

<210> 13 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Gly Asp lie Lys Val Glu Phe Phe Thr Lys Thr Val 
15 10 

<210> 14 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Asp Lys Ala Asn Lys Asp Lys Ala Asn Phe Thr Lys Thr Val 
15 10 

<210> 15 
<211> 19 
<212> PRT 

<213> Homo sapiens 

<400> 15 

Lys Gly Val Thr lie Pro Ser Gin Arg Arg Tyr Val Tyr Tyr Tyr Ser 

15 10 15 

Tyr Leu Leu 

<210> 16 
<211> 8 
<212> PRT 

<213> Homo sapiens 

<400> 16 
Arg Tyr Ser Asp Thr Thr Asp Ser 
1 5 

<210> 17 

<211> 11 

<212> PRT 

<213> Homo sapiens 
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<400> 17 

Lys Gly Val Thr He Pro Ser Gin Arg Arg Tyr 
15 10 



<210> 18 
<211> 7 
<212> PRT 

<213> Homo sapiens 

<400> 18 
His Thr Gin He Thr Lys Val 
1 5 



<210> 19 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 19 

gggtccacat gacagccatc atcaaagag 



<210> 20 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 20 
ggtctagatc agacttttgt aatttgtga 



<210> 21 
<211> 4 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<222> (2) ... (3) 

<223> Xaa = Any amino acid 

<400> 21 
Tyr Xaa Xaa Met 
1 



<210> 22 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<222> (3) ... (7) 

<223> Xaa = any amino acid 

<223> Synthetic Sequence 
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<4g0> 22 
His Cys Xaa Xaa Xaa Xaa Xaa Arg 
1 5 

<210> 23 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<222> (3) ... (6) 

<223> Xaa = any amino acid 

<223> Synthetic Sequence 

<400> 23 
His Cys Xaa Xaa Xaa Xaa Gly Arg 
1 5 
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